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ATTGATAAGgtcag 
ATGGCCAAGgtgag 



AATAGTCAGgtaaa 
ATTTTGCAGgtatc 

TTTCATAAGg t aag 
TTCCGGG AAg t aag 

ACATGgtgag 
CAAACCAAAGgtaaa 



CCAAGgtatg 

GT AAACTCGg t a t g 



CTGAAgtaag 
TTGGAGC TGg t aag 
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t ac agTTGCTTCAT 
tgcagGTGCTTCAG 

aacagTCAGGGCTC 
t caagGCACAAGCT 

tatagGACTACATT 
aaaagGAATATATT 

aaaagGCAAA 

c tg tagGCAAAATCC 



ttcagTGCTC 

a 1 1 agGCTC AGCGC 



tacagATTGA 

t gc agCTGGAAAGT 
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Figure 2 

■ Promoter region 1431 bp (-1431 1) 
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■ 5' -Untranslated region (5'-UTR) 181 bp (+1~+181) 

gtctacttat caataagcag ctgcctgtgc agagtgcagg ctgcaccttt ggacagcctt 60 

taaaactgaa ttctcagaat tttagaacaa atttttgtct agaaatgctg actttggttc 120 

attaggtagt ggtaaaacag gctcccttcg aagctctcct tcatcacctt cctaagtgca 180 

t 181 
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Figure 4 
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Figure 5 
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Mesangial Dermal Renal cortex 
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Figure 6 
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Figure 7 
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Figure 8 
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wild type tgRatcaact ACAT AACAAC CACCTTAGTC AGATACTACTTT 
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